Genome structure variation

Table. List of gene variation encoded in the thirteen Edwardsiella sp. genomes.
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, Tetrathionate } ) ) ) ) ETAC_ BRD58_ BXA22_ HI113_contig00045- A9797_ ETAE_ KP73_ ETAF_
§ reductase subunit B RS07565 RS08685 RS17320 0003 RS08025 RS07780 RS03925 RS07530
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Capsular

polysaccharide ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_

synthesis enzyme RS08925 RS10215 RS16010 0080 RS09320  RS09080 RS06285 RS08820

CpsB

Capsular

polysaccharide ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_

synthesis enzyme RS08930 RS10220 RS16005 0081 RS09325  RS09085 RS06290 RS08825

CpsC

Capsular

polysaccharide ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_

synthesis enzyme RS08935 RS10225 RS16000 0082 RS09330  RS09090 RS06295 RS08830

CpsD

Capsular .

polysaccharide ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_
. ) . RS08940 RS10230 RS15995 0083 RS09335  RS09095 RS06300 RS08835

biosynthesis protein

Vibrioferrin

ligasefcarboxylase ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_

PUSA RS09010 RS10300 RS15925 0097 RS09405  RS09165 RS06370 RS08905

Vibrioferrin amide

bond forming protsin ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_

PUSB RS09015 RS10305 RS15920 0098 RS09410  RS09170 RS06375  RS08910

Vibrioferrin

membrane-spanning ETAC_ BRD58_ BXA22_  HI13_contigd0004-  A9797_ ETAE_ KP73_ ETAF_

RS09020 RS10310 RS15915 0099 RS09415  RS09175 RS14940 RS08915

transporter PvsC

Vibrioferrin amide

bond forming protein ETAC_ BRD58_ BXA22_  HI13 contigd0004-  A9797_ ETAE_ KP73_ ETAF_

PUSD RS09025 RS10315 RS15910 0100 RS09420  RS09180 RS14935 RS08920

Vibrioferrin ETAC_ BRD58_ BXA22_  HI13 contigd0004-  A9797_ ETAE_ KP73_ ETAF_

decarboxylase PvsE RS09030 RS10320 RS15905 0101 RS09425  RS09185 RS14930 RS08925




